A study on machine learning approach for biological data analysis by 烏山, 昌幸
Title機械学習アプローチに基づく生物学データ解析法に関する研究
Author(s)烏山, 昌幸







?? 24?? ????????? ?????????????? ?????
????????????????????????????



















































0.91 (0.04) 0.91 (0.03) 0.84 (0.06)
? 2: ????????????
SMGI OMGSSL GMKL














[1] X. Zhu, Z. Ghahramani, and J. Laerty,? Semi-supervised learning: From gaussian elds to
gaussian processes,?in Proceedings of the 20th Annual International Conference on Machine Learning,
T. Fawcett and N. Mishra, Eds. AAAI Press, 2003.
[2] H. Zou and T. Hastie,? Regularization and variable selection via the elastic net,? Journal Of
The Royal Statistical Society Series B, vol. 67, no. 2, pp. 301.320, 2005.
[3] A. L. Yuille and A. Rangarajan,?The concave-convex procedure,?Neural Computation, vol. 15,
pp. 915.936, 2003
[4] G. R. G. Lanckriet, T. D. Bie, N. Cristianini, M. I. Jordan, and W. S. Noble,? A statistical
framework for genomic data fusion,?Bioinformatics, vol. 20, no. 16, pp. 2626-2635, 2004.
[5] M. Wang, X.-S. Hua, R. Hong, J. Tang, G.-J. Qi, and Y. Song,? Unied video annotation via
multigraph learning,?IEEE Transactions on Circuits and Systems for Video Technology, vol. 19, pp.
733-746, 2009.
[6] A. Argyriou, M. Herbster, and M. Pontil,?Combining graph laplacians for semi.supervised learning,
? in Advances in Neural Information Processing Systems 18, Y. Weiss, B. Scholkopf, and J. Platt,
Eds. Cambridge, MA: MIT Press, 2006, pp. 67-74.
[7] ????, ????, ????????????????????????????, ????
???????????? (IBISML)? ????, vol. 112, no. 279, IBISML2012-58, pp. 171-178,
2012? 11?.
80
